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2024 International Forum for PhD Students on Crop Stress Biology

Time Schedule Location
1A 1R
17g | 14:30--18:30 Registration S WBE
Nove Jinshan
mber _ ] 1E2S Hotel
17th | 18:30--20:00 | e
EFA: RERRIKIISEIE
Host by Professor Wu Jun, Dean of
the College of Agronomy, Hunan
Agricultural University
8:30--8:40 MR KFABBRIEEITR
KA
Vice President Zheng Xiaofeng of
=4 Hunan Agricultural University gives a
Opening | welcome speech
ceremony
8:40--9:10 FHEXZF i ERKELTES
RS
Professor Xie Daoxin from Tsinghua
1B University gives a keynote speech
18 B 9:10--9:20 BRI st 617
Nove Group photo in front of Longping Longping
mber Building Building 617
18th
Section 1 E£FA: RETHIT
9:20--9:40 REE, BEXZE
Molecular mechanism of H3.1K27M
|- e 3 mediates DNA damage and genomic
ZARIRS instability, online.
Doctoral
student | 9:40--10:00 FHS4E, FHNEEZKE
Speech Mechanisms of m6A mRNA

modification-mediated abiotic stress
responses in plants, online.

10:00--10:20 FHHEL, ArRILXE

Novel nonallelic variation of a cyclic




Time

Schedule

Location

nucleotide gated channel
(OsCNGC13) underlying the dynamic
fitness trade-offs in rice.

10:20--10:30 ZRBRX Tea break

Section 2 EIFA: icREEL

10:30--10:50 [, hERIXE
Mechanism Analysis of 7TaNHX2 for
drought tolerance in wheat.

10:50--11:10 Syed Hassan Askri, B
EHRE

Identification of key regulatory
networks conferring resistance to
Plutella xylostella in Brassica napus
through GWAS and transcriptome
analysis.

11:10--11:30 SRR, LhRIKE
New mechanism of high
temperature-induced male sterility
in cotton anthers.

11:30--11:50 [ERif, #mNRLKXKEF
Mechanism of enhanced disease
resistance in rice by targeted knock-
out of OsS5H genes.

12:00--14:20

FE&. K
Lunch and Rest

EULAE
Jinshan
Hotel

Section 3 E£iFA: th=gligt

14:30--14:50 Jakkrit Sreesaeng, &
E3

Identification and characterization of
hull-less barley germplasm for salt
tolerance: integrating field and




Time Schedule Location
hydroponic screening.
14:50--15:10 BRE(E L, ARRILKS
Mechanism of interaction between
cotton and V. dahliae.
15:10--15:30 RB%HE, EM;ELIEE/
RV KE
BnaMYBS21 negatively regulates
drought resistance through wax
biosynthesis and stomatal
development and movement in | 617
Brassica napus. Longping

Building 617

15:30--15:50 E&l, At RFREK
s
q_

11 i S
FARIESE
Doctoral
student
Speech

BnaWIP2  transcription factor
promotes seed germination under
salinity stress in Brassica napus.

15:50--16:10 k6%, PERIL XS
Mapping and domestication
analysising of gC7572 associated
with cold tolerance at the seedling
stage in Oryza nivara.

16:10--16:20 #EBX Tea break

Section 4 FiFA: THBiEL
16:20--16:40 EfEFLIEL, iwdbRIbK

A

Molecular Mechanism Analysis of
Salt Tolerance Regulation by the
miR160a-GmARF16  Module in
Soybean.

16:40--17:00 3pZES, #HiIXF
SAG1 and TCP21 form a positive
feedback loop to facilitate
submergence tolerance in plants.




Time Schedule Location
17:00--17:20 #=1E, BERWLXE/
AmIKE
Ca2*-dependent CaM1-CBP60b-
MYB77-HAKS transcriptional
cascade negatively regulates salt
tolerance in barley.
17:20--17:40 BRfE, MBARIXZE
Small secreted peptide regulate
alkaline tolerant in rice.
17:40--18:00 Hx, Mm@ RILXKZE
Nitrate-conferred salt tolerance of
rice seedlings is mediated by NR-
dependent NO production.
HAR2E
R PRI R SR
18:00--18:10 | Closing Summary
By Professor Wu Dezhi, Vice Dean of
College of Agronomy, Hunan
Agricultural University
WS
18:30--20:00 Hﬁ% Jinshan
Dinner
Hotel
118
19H 2INE T & 2
Nove | 9:00--12:00 A EMEMULEE. FRERS
mber Visiting Yuelusan Laboratory, leave after lunch

19th




